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4 <110> APPLICANT: DIXON, Katharine H 

5 LIAU, Gene 

6 SERDIKOFF, Cynthia 

8 <120> TITLE OF INVENTION: HB-954 AS A TARGET FOR MODULATING 

9 ANGIOGENESIS 

11 <130> FILE REFERENCE: 4-323 03A/USN/GTI 

13 <140> CURRENT APPLICATION NUMBER: 10/525,456 

14 <141> CURRENT FILING DATE: 2005-05-10 

16 <150> PRIOR APPLICATION NUMBER: 60/407,063 

17 <151> PRIOR FILING DATE: 2002-08-30 

19 <150> PRIOR APPLICATION NUMBER: PCT/EP03/009619 

20 <151> PRIOR FILING DATE: 2003-08-29 
22 <160> NUMBER OF SEQ ID NOS: 2 

24 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 510 

28 <212> TYPE: PRT 

29 <213> ORGANISM: Homo sapiens 

31 <220> FEATURE: 

32 <221> NAME/KEY: PEPTIDE 

33 <222> LOCATION: (1) . . . (510) 

34 <22 3> OTHER INFORMATION: Amino acid sequence of HB-954 
36 <400> SEQUENCE: 1 
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103 <210> SEQ ID NO: 2 

104 <211> LENGTH: 2816 

105 <212> TYPE: DNA 

106 <213> ORGANISM: Homo sapiens 
108 <220> FEATURE: 
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109 <221> NAME/KEY: gene 

110 <222> LOCATION: (1) . . . (2816) 

111 <223> OTHER INFORMATION: Nucleic acid sequence of HB-954 

113 <221> NAME/KEY: CDS 

114 <222> LOCATION: (867) ... (2414) 

115 <223> OTHER INFORMATION: Coding sequence 
.,K.--> 117 <400> 2 

118 tgggggcgtc ctccttcgtc cccgcccggc tgtcaagctg tgttctagcg gccgagggac 60 

119 cgaggggggc taagaaaggg ggcgcccagc catgcagagg caaaaaggcg ctgcggaacg 120 

120 gggtccccgt cgccagtgct gaggcaggag gtcggagcca caagtgaggg gctgggaagc 180 

121 aggacccagc acgggcgtct tggcaggcgg ccgggcgcag ggccaggctg ctggggacgc 240 

122 tcagggcttt ccacccaagc catgggcgct gtcgggcact cgggggtccc ctcgtggctc 300 

123 cggccactcg gcgtgggcat tacgttggct tcacatcgcc atccagcctc gaagccaaca 360 

124 ggactgaaaa atagcttcgg ccaaacgttc tcctcccgct aaggagaggg gtcgagtgcg 420 

125 tcagcccgag gggactggag agggatgccc tagccctcga ggggcggagg acccgcggtt 480 

126 gaaggaggca gcgggagcgg agagcgccct ccttgaccat cgaatgcctc cttctgtgtt 540 

127 tccattcctg tcgagtgggc tgggccacgc tgaccaccct ggaggaggga cggacgacgc 600 

128 tcggcgggct ctgaccgtgc cgccttcttg tggctgctga ctgggatcca ggagggagtg 660 
12 9. ggcatggggc gcagccgcgc ctccctccct ccorrgnctcc cgggcgccgg ggttggcgat 720 

130 gtggagacgt gaggggaccc gtcggctgct ccggcttctc caggactccg ccaggcgccc 780 

131 gcgcgtccct cctcacccgg aggaggagag gctccgcgcg gggctccgag gcgggcggcg 840 

132 cgcggagccg gagtcccagc ctcgccatgg gacataacgg gagctggatc tctccaaatg 900 

133 ccagcgagcc gcacaacgcg tccggcgccg aggctgcggg tgtgaaccgc agcgcgctcg 960 

134 gggagttcgg cgaggcgcag ctgtaccgcc agttcaccac caccgtgcag gtcgtcatct 102 0 

135 tcataggctc gctgctcgga aacttcatgg tgttatggtc aacttgccgc acaaccgtgt 1080 

136 tcaaatctgt caccaacagg ttcattaaaa acctggcctg ctcggggatt tgtgccagcc 1140 

137 tggtctgtgt gcccttcgac atcatcctca gcaccagtcc tcactgttgc tggtggatct 1200 

138 acaccatgct cttctgcaag gtcgtcaaat ttttgcacaa agtattctgc tctgtgacca 1260 

139 tcctcagctt ccctgctatt gctttggaca ggtactactc agtcctctat ccactggaga 1320 

140 ggaaaatatc tgatgccaag tcccgtgaac tggtgatgta catctgggcc catgcagtgg 1380 

141 tggccagtgt ccctgtgttt gcagtaacca atgtggctga catctatgcc acgtccacct 1440 

142 gcacggaagt ctggagcaac tccttgggcc acctggtgta cgttctggtg tataacatca 1500 

143 ccacggtcat tgtgcctgtg gtggtggtgt tcctcttctt gatactgatc cgacgggccc 1560 

144 tgagtgccag ccagaagaag aaggtcatca tagcagcgct ccggacccca cagaacacca 1620 

145 tctctattcc ctatgcctcc cagcgggagg ccgagctgca cgccaccctg ctctccatgg 1680 

146 tgatggtctt catcttgtgt agcgtgccct atgccaccct ggtcgtctac cagactgtgc 1740 

147 tcaatgtccc tgacacttcc gtcttcttgc tgctcactgc tgtttggctg cccaaagtct 1800 

148 ccctgctggc aaaccctgtt ctctttctta ctgtgaacaa atctgtccgc aagtgcttga 1860 

149 tagggaccct ggtgcaacta caccaccggt acagtcgccg taatgtggtc agtacaggga 1920 

150 gtggcatggc tgaggccagc ctggaaccca gcatacgctc gggtagccag ctcctggaga 1980 

151 tgttccacat tgggcagcag cagatcttta agcccacaga ggatgaggaa gagagtgagg 2040 

152 ccaagtacat tggctcagct gacttccagg ccaaggagat atttagcacc tgcctggagg 2100 

153 gagagcaggg gccacagttt gcgccctctg ccccacccct gagcacagtg gactctgtat 2160 

154 cccaggtggc accggcagcc cctgtggaac ctgaaacatt ccctgataag tattccctgc 222 0 

155 agtttggctt tgggcctttt gagttgcctc ctcagtggct ctcagagacc cgaaacagca 2280 

156 agaagcggct gcttcccccc ttgggcaaca ccccagaaga gctgatccag acaaaggtgc 2340 

157 ccaaggtagg cagggtggag cggaagatga gcagaaacaa taaagtgagc atttttccaa 2400 

158 aggtggattc ctagcaagga ttgtaaattc ttggaagcaa cggggggctt ccatattccc 2460 

159 accagagtgt gggaatgctg tggccatgtg attgtatgat ctccttgcaa ctcagtgtga 2520 
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160 gttgattcct ccaatatggg ccagatgctt ttgaatgata gggaaatcta cataaaatcc 2580 

161 agtgtcctct ttattgaggg agtatatgta tccatctcag tgatccatgt ccttagtgaa 2640 

162 gtccacatta ttctctgtgg ggacaagagc tgggcagttt tgaatgggtc ttgaggtggg 2700 

163 taccccatgt gcactttctg aggatgcctc acttccctgg gctctgcaga gaacacacag 2760 

164 agagaagact ttcagagctc acaggagcag ggagcaggag cactctaagg gaattc 2816 
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